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as First Class Mail In an envelope addressed to Box Sequence, Assistant Director for Patents, Washiffapn, D.-^ 



1231 on the date shown below. 
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IN THE UNITED STATES PATENT AND TRADEMARK OFFICE ^ 

In re Application of 
Brian S. IVliller et al. 
Serial No.: 09/262,126 
Filed: March 3, 1999 
For: Modified Forms of Pullulanase 



Group Art Unit: 1652 
Exanniner: Rao, M 



TRANSMITTAL LETTER FOR MISSING PARTS OF APPLICATION 

BOX SEQUENCE 
Assistant Director for Patents 
Washington, D.C. 20231 

Sir: 

In complete response to the Notice to Comply with Requirements for Patent 
Applications containing Nucleotide Sequence and/or amino Acid Sequence 
disclosures dated February 27, 2001 . 

[X] Preliminary Amendment 

[X] Statement of Sameness 

[X] Paper copy of Sequence Listing (9 pages) 

[X] Diskette copy of Sequence Listing 

[X] Form PTO-1533 (copy of Notice to be returned with response); and 
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The Director is hereby authorized to charge any fees under 37 C.F.R. §§ 
1.16, 1.17, and 1.21 that may be required by this paper, and to credit any 



396-2 msptseq 



us Serial No. 09/262,126 
Page 2 

overpayment, to Deposit Account No. 07-1048 (Docket No. GC396-2). A duplicate 
of this paper is enclosed. 



Date: March 20, 2001 



Genencor International, Inc. 
925 Page Mill Road 
Palo Alto, CA 94304-1013 
Tel: (650)846-4020 
Fax: (650)845-6504 




Richard T. IteCl-I — ^ 
Registration No. 32,242 



396-2 msptseq 



This Page Is Inserted by IFW Operations 
and is not a part of the Official Record 



BEST AVAILABLE IMAGES 

Defective images within this document are accurate representations of 
the original documents submitted by the applicant. 

Defects in the images may include (but are not limited to): 

• BLACK BORDERS 

• TEXT CUT OFF AT TOP, BOTTOM OR SIDES 

• FADED TEXT 

• ILLEGIBLE TEXT 

• SKEWED/SLANTED IMAGES 

• COLORED PHOTOS ^ 

• BLACK OR VERY BLACK AND WHITE DARK PHOTOS 

• GRAY SCALE DOCUMENTS 



IMAGES ARE BEST AVAILABLE COPY. 



As rescanning documents will not correct images, 
please do not report the images to the 
Image Problem Mailbox. 



MAR 2 6 2Din ^ 

'^^/JfAntvM^ Application No.: 09/262.126 

icE TO COMPLY WITH REQUIREMENTS FOR PATENT APPLICATIONS CONTAINING 
NUCLEOTIDE SEQUENCE AND/OR AMINO ACID SEQUENCE DISCLOSURES 

The nucleotide and/or amino acid sequence disclosure contained in this application does not 
comply with the requirements for such a disclosure as set forth in 37 C.F.R. 1 .821 - 1 .825 for the 
following reason(s): 

□ 1. This application clearly fails to comply with the requirements of 37 C.F.R. 1.821-1.825. Applicant's 
attention is directed to these regulations, published at 1 114 OG 29, May 15, 1990 and at 55 FR 
18230, May 1. 1990. 

□ 2. This application does not contain, as a separate part of the disclosure on paper copy, a "Sequence 
Listing" as required by 37 C.F.R. 1.821(c). 

n3. A copy of the "Sequence Listing" in computer readable form has not been submitted as required by 
37 C.F.R. 1.821(e). 

R7| 4. A copy of the "Sequence Listing" in computer readable form has been submitted. However, the 
I— I content of the computer readable form does not comply with the requirements of 37 C.F.R. 1 .822 
and/or 1.823, as indicated on the attached copy of the marked -up "Raw Sequence Listing." 



□ 5. The computer readable form that has been filed with this application has been found to be damaged 
and/or unreadable as indicated on the attached CRF Diskette Problem Report. A Substitute 
computer readable form must be submitted as required by 37 C.F.R. 1.825(d). 



□ 6. The paper copy of the "Sequence Listing" Is not the same as the computer readable from of the 
"Sequence Listing" as required by 37 C.F.R. 1.821(e). 

Q 7. Other: The specification must be amended to include SEQ ID NOS. where applicable. 

Applicant Must Provide: 

An initial or substitute computer readable form (CRF) copy of the "Sequence Listing". 



□ An initial or substitute paper copy of the "Sequence Listing", as well as an amendment directing its entry 
into the specification. 

[y| a statement that the content of the paper and computer readable copies are the same and, where 
L- ' applicable, include no new matter, as required by 37 C.F.R. 1.821(e) or 1.821(f) or 1.821(g) or 
1.825(b) or 1.825(d). 

For questions regarding compliance to these requirements, please contact: 

For Rules Interpretation, call (703) 308-4216 
For CRF Submission Help, call (703) 308-4212 
For Patentin software help, call (703) 308-6856 

PLEASE RETURN A COPY OF THIS NOTICE WITH YOUR RESPONSE 



The Biotechnology Systems Branch of the Scientiflc and Technical Information 
Center (STIC) detected errors when processing the following computer readable 
form: 



Application Serial Number: 



Source: 

Date Processed by STIC: 



THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 

APPLICANT, wrrn A notice to comply or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 
notice TO COMPLY 

FOR CRF SUBMISSION QUESTIONS, PLEASE CONTACT MARK SPENCER, 703-308-4212. 

FOR SEQUENCE RULES INTERPRETATION, PLEASE CONTACT ROBERT WAX. 703-308-4216, 
PATENTIN 2.1 e-mall hdp: patin21heln@uspto.gOv or phone 703-306-4119 (R. Wax) 
PATENTIN 3,0 e-mail hdp: patin3help@uspto.gov or phone 703-306-4119 (R. Wax) 

TO REDUCE ERRORED SEQUENCE LISTINGS. PLEASE USE THE CHECKER 
VERSION 3.0 PROGRAM, ACCESSIBLE THROUGH THE U.S. PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW: 



Checker Version 3.0 

The Checker Version 3.0 application is a state-of the-art Windows based software program 
employing a logical and intuitive user-interface to check whether a sequence listing is in 
compliance with format and content rules. Checker Version 3.0 works for sequence listings 
generated for the original version of 37 CFR §§ 1.821 - L825 effective October 1, 1990 (old 
rules) and the revised version (new rules) effective July 1, 1998 as well as World Intellectual 
Property Organilation (WIPO) Standard ST.25. 

Checker Version'3,0 replaces the previous DOS-based version of Checker, and is Y2K- 
compliant. Checker allows public users to check sequence listings in Computer Readable form 
(CRF) before submitting them to the United States Patent and Trademark Office (USPTO). 
Use of Checker prior to filing the sequence listing is expected to result in fewer errored sequence 
Ustings, thus saving time and money. 




RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/262 , 126B 



DATE: 02/22/2001 
TIME: 12:09:01 



■ -1 

6 

Q 
11 

12 
14 
16 
16 
19 
20 
21 
2 3 
24 
25 
27 
28 

2 9 
30 
31 
32 

3 3 
34 
35 
36 
37 
38 
3D 
40 
41 
42 
43 
44 

4 5 
46. 
4 7 
43 
4 9 
50 
51 
52 
53 
54 
55 



Input Set : A:\GC396-2 stsq.txt 

Output Set: N:\CKF3\02222001\1262I2GB.raw 

<110> APPLICANT: Mil.ier, Brian S. 

Shetty, Jdvarama K. 
<I20> TITLE OF INVll'KTION: Modified Pcntis or PuUulancjse 
cl30> FILE HEEERENC:.:: GC396-2 

CURRENT APPLICATION HUKgER : 09/262, ]26B 
CURRENT FlLI>NiG DATEi: 1599-0 3-03 
K'UMEER OF SEQ ID NCS : 9 

SOFTWARE: FastSEQ for Windows Version 3.0 
SEQ ID NO: 1 
LENGTH: 27 9 4 
<212> TYPE: DNA 
<213> ORGANISM: B. 



I 



■7, 



<14 0> 
<141> 
<160> 
<170> 
<210; 
<211> 



Does Not Comply 
Corrected Diskette Needec 



deramif leans 



aatacgattt caatcaacc^ 
t<:aggi:agga 
cataga ttta 
taa tgaa^aa 



5B 



<221> NAME/KEY: misc_feature 
<222> LOCATION: (!)...( 2794) 

<223> OTHER INFORMATION; n - A, T, C, or G 

<4 00> SEQUENCE: I 

galiyggaaca cgacaacyat cattgtccac tatttttgcc 

tggagtctat ggatgtggcc aaaagacgga ggtggggctg 

gctgactctt ttggagctgt tgcaagtgct gatattccag gaaacccaag 

attatcgttc gcactcaaga ttggaccaaa gatgtgagcg ctgaccgcta 

agcaaaggaa atgaggtgtg gcttgtagaa ggaaacagcc aaatttttta 

gatgctgagg atgcagctaa acccgctgta agcaacgctt atttagatyc ttcaaacjay 

gtgctggtta aacttagcca gccgttaact cttggggaag gnnnaagcgg ctttacggtt 

catgacgaca cagcaaataa ggatattcca gtgacatctg tgaaggatgc aagtcttggt 

caagatgtaa ccgctgtttt ggcaggtacc ttccaacata tttttggagg ttccgattgg 

gcacctgata atcacagtac tttattaaaa aaggtgacta acaatctcta tcaattctca 

ggagatcttc chgaaggaaa ctaccaatat aaagtggctt taaatgatag ctggaataat 

ccgagttacc catctgacaa cattaattta acagtccctg ccggcggtgc acacgtcact 

ttttcgtata ttccgtccac tcatgcagtc tatgacacaa ttaataatcc taatgcggat 

ttacaagtag aaagcggggt taaaacggat ctcgtgacgg ttautctagg ggaagatcca 

yatgtgagcc atactctgtc cattcaaaca gatggctatc aggcaaagca ggtgatacct 

cgtaatgtgc ttaattcatc acagtactac tattcaggag atgatcttgg gaatacctat 

acacagaaag caacaacctt taaagtctgg gcaccaactt ctactcaaqv, aaatgttctt 

ctttatgaca gtgcaacgg ; ttctgtaaca aaaatcgtac ctatgacggc atcgggccat 

ggtgtgtggg aagcaacggt taatcaaaac cttgaaaatt ggtatnacat gtatgaggta 

aca.ggccaag gctctacccg aacggctgtt gatccttatg caactgcgat tgcaccaaat 

ggaacgagag gcatgattgt ggacctgqct aaaacagatc ctgctggctg gaacagtgat 

aaacatatta cgccaaagaa catagaagat gaggtcatct atgaaatgga Lotccgtgac 

ttttccattg accctaattc gggtatgaaa aataaaggga agtatttggc tcttacagaa 

aaaggaacaa agggccctga caacgtaaag acggggatag attccttaaa acaacttggg 

attactcatg ttcagcttat gcctgttttc gcatctaaca gtgtcgatga aactgatcca 

acccaagata attggggtta tgaccctcgc aactatgatg ttcctgaagg gcagtatgct 

acaaatgcga atggtaatgc i:cgtat:aaaa gagtttaagg aaatggttct ttcactccat 

cgtgaacaca ttggggttaa catggatgtt gtctataatc atacctttgc cacgcaaatc 

tctgacttcg ataaaattgt accagaatat tattaocgta cgatgatcca ggtaarlata 

ccaacggatc aggtactgga aatgaaattg cangcngaaa ggccaatggt tcaaaaattt 

attattgatt cccttaagta ttgggtcaat gagtatcata ttgacggctt ccgttttgac 



6 0 
1 2 0 
IBO 
24 0 
300 
36 0 
420 
4 80 
540 
600 
660 
7 20 
780 
840 
900 
960 
1020 
10 8 0 
114 0 
1200 
1260 
1320 
1380 
14 4 0 
1500 
1560 
1620 
1600 
17 4 0 
L800 
1860 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/262 , 126B 



DA'iE: 02/22/20 01 
TIME: 12:09:01 



59 
60 
61 
0 2 
63 
64 
65 

6 6 
67 
68 
69 
70 
71 
72 

3 
74 

7 6 
77 
78 
79 
81 
32 
33 
34 
36 
87 
38 
39 





Input Set 


: fl:\GC396 


-2 seq.txt 










Output Se 


t: N:\CRF3\0222200l\I262126B.raw 






ttaatrjqccjc 


tgcttggaaa 


agacacga tg 


tccaaagctg 


ccccggagcl 




1 2 0 


aatccatjcaa 


Lt. gcacttta 


oggtgagcca 


tggarggg t.g 


ga-icc tctgc 




1 9 8 0 


qa tcrujcttc 


tgacaaaagg 


age tcaaaaa 


ggca tqggag 


t agcgg tg tt 


t ar. 1 c:a a t 


2 04 0 


Lt:acgai^ac^j 


ccju^ggacgg 


caatgtctt t 


ga ttcLtccg 


cccaaggt tt 


r >'.; c o ■-; d 'J Q i 


2 ]. 0 0 




tiaactga tgc 


aattaagaat 


ggcgttgagg 


gg^gta t taa 


i.^acuT^tacc 


2 1 0 




g tnriganaa t 


taac ta f; g Lc 


a ij d a ij 1. c fj t 'J 










tr::agcaa tec 


tan tgati:cc 


g a /J q egg a !:c 


g J-.; r tadao t 




2 28'; 




ti.gi: ta tgac 


cf.cacaaggc 


gttccattca 




g ^gaaatg 


22 4 0 


cttcgtanaa 


aaggcggcaa 


cgacaatagt 


tataatycag 


gcgatgcjggt 


caatgay ttt 


2400 




ggaaagctca 


a tatccaga t 


gttl"-tcaact 


r^zzd tag egg 




2^160 


ctrcg Lcttt] 


a tcacccQgc 


cttccgca tg 


acgacagct.:! 


a tgaaa t:c;3a 




2520 


cac t-tcc taa 


ataytccaga 


gaacacag tg 


qccta tgaa t 


ca^-ictga tea 


ig::taa taaa 


2oyo 


gacaaatggg 


gaaata teat 


tgttgtttat 


aacccaaa ta 


aasctgtagc 


aaccarcaa i: 


26 4 0 


ttgccgagcg 


g^^iaaatgggc 


aatcaatgct 


acgagcqg ta 


aggtaggaga 


a Lccaccct t 


27 00 


ggtcaagcag 


agggaagtgt 


ccaagtacca 


gg tatatcta 


Lgatgatcct 


nca-cnagag 


2760 


gtaagcccag 


accacggtaa 


aaagtaatag 


aaaa 






27 94 



<2,10> SEQ ID NO: 

<21]> LENGTH :(^8 

<212> TYPE: PR7" 

<2i3> ORGANISM: B. 

<2 20> PEATURE: 



deramif leans 



<222> 
<22 3> 
<220> 
<221> 
<222> 
<223> 



NAME/KEY: VARIANT 
LOCATION: (1) ... (956) 
OTHEK INFORMATION; Xaa = 
PEATURE: 

NAME/KEY: VARIANT 
LOCATION: {957 ) ... {957 



(X 



Anv 



Ajnino .Cicid 

V 




0^ c^^^V-^t^ 

5^ 




31 


<4 00> 


SEQUENC 


E: 2 




















92 


Met 


Ala Lys 


Lys 


Leu 


He 


Tyr Val Cys 


Leu 


Ser 


Val Cys 


Leu 




Leu 


93 


1 






5 






10 








1. !j 




94 


Thr 


Trp Ala 


Phe 


Asn 


val 


Lys Gly Gin 


Ser 


Ala 


His Ala 


Asp 


J i V 


Asn 


95 






20 






25 








30 






96 


Thr 


Thr Thr 


He 


He 


Val 


His Tyr Phe 


Cys 


Pro 


Ala Gly 


Asp 




Gin 


97 




35 








40 






45 






9B 


Prc 


Trp Ser 


Leu 


Trp Met 


Trp Pro Lys 


Asp 


Gly 


Gly Gly 


Ala 


Glu 


Tyr 


99 




50 








.'5 














100 


Asp 


Phe Ayn 


Gin 


Pro 


Ala 


Asp Ser Phe 


Gly 


Ala 


Val Ala 


Ser 


Ala 


Asp 


101 


65 








70 






75 








80 


102 


He 


Pro Gly 


Asn 


Pro 


Ser 


Gin Val Gly 


He 


He 


Val Arg 


Thr 


G I ;1 


Asp 


103 








85 






90 








104 


Trp 


Thr Lys 


Asp 


Val 


Ser 


A.ia Asp Arg 


Tyr 


I l.a 


-Asp I;eu 


Ser 




Gly 


105 






100 






105 








110 






106 


As:i 


Glu Val 


Trp 


Leu 


Val 


Glu Gly Asn 


Ser 


Gin 


He Phe 


Tyr 




Glu 


107 




115 








120 






125 








ioa 


Lys 


Asp Ala 


Giu 


Asp 


Ala 


Ala Lys Pro 


Ala 


Vai 


Ser Asn 


Ala 




Leu 


.109 




13 0 








135 






:l 4 0 








110 


A^p 


Aid Ser 


Asn 


Gin 


Val 


Leu Val Lys 


Leu 


Ser 


Gin Pro 


Leu 




Le.u 


111 


145 








150 




155 








160 




(I J . V- ^ 
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RAW SEQUENCE LISTING DATE: 02/22/2001 

PATENT APPLICATION: US/09/262 , 126B TIME: 12:09:01 

Input Set : A:\GC3 9G-2 seq.txt 

Output Set: N:\CRF3\02222001\I262126B.raw 

W-~> 112 Gly Glu Gly Xaa Ser Gly Phe Thr Val His Asp Asp Thr Ala Asn Lys 

113 165 ■ 170 175 

114 A?:p lie Pro Val Ihi; Ser Val. Lys Asp Ala Scr Leu C.ly Gin Asp Val 

115 130 135 190 

IIG Thr Ala Vai Leu Ala Gly Thr Phe Gin His lie Phe Gly Gly Ser Asp 

117 • 195 ' 200 20 5 

IIB Tl'p Ala Pi , Asp Asn iris Ser Thr Leu i-eu Lys Lys Val Tlir Asi; Asn 

119 210 215 220 

120 Lc-Li Tyr Gin Pho Ser Gly Asp Leu Pro Giu Gly Asn Tyr Gin Tyr Lys 

121 225 230 235 ' 240 

122 Val Ala Leu Asn Asp Ser Trp Asn Asn Ser Tyr Pro Ser Asp Asrt lie 

123 245 250 255 

124 Asn Leu Thr Vai Pro Ala Gly Gly Ala HLs Val Thr Phe Ser Tyr lie 

125 260 ' ' 265 270 

126 Pro Ser Thr His Ala Val Tyr Asp Thr lie A.sn Asn Pro Asn Ala Asp 

127 275 _ 2aO 2B5 

123 Leu Gin Val Glu Ser' Gly Vai Lys Thr Asp Leu Val Thr Val Thr Leu 

129 290 295 300 

130 Gly Glu Asp Pro Asp Val Ser His Thi Leu Ser lie Gin Thr Asp Gly 

131 305 310 315 320 
13 2 Tyr Gi'n Ala Lys Gin Vai lie Pro Arg Asn Vai Leu Asn Ser Ser Gin 
13 3 ■ 32 5 330 335 

134 Tyr Tyr Tyr Ser Gly Asp Asp Leu Gly A:3n Thr Tyr Thr Gin Lys Ala 

135 340 315 3 50 

136 Thr Thr Phe Lys Val Trp Aia Pro Thr Ser Thr Gin Val Asn Val Leu 

137 355 ■ 3G0 365 

13 8 Leu Tyr Asp Ser Ala Thr Gly Ser Val Thr Lys lie Val Pro Met Tlir 
139 370 375 380 

14 0 Ala Ser Gly His Gly Val Trp Glu Ala Thr Vai Asn Gin Asn Leu Glu 
141 385 390 395 400 
14 2 Asn Trp Tyr Tyr Met Tyr Glu Val Thr Gly Gin Gly Ser Thr Arg Thr 

143 405 410 415 

144 Ala Val Asp Pro Tyr Ala Thr Ala lie Ala Pro Asn Gly Thr Arg Gly 
14 5 .420 4 25 4 30 

14 6 Met lie Val Asp Leu Ala Lys Thr Asp Pro Ala Gly Trp Asn Ser Asp 

14 7 43 5 4 40 44 5 

14 8 Lys His lie Thr Pro Lys Asn He Giu Asp Glu Vai lie Tyr Glu Met 

149 450 455 460 

150 Asp Vai Arg Asp Phe Ser lie Asp Pro Asn Ser Gly Met Lys Asn Lys 

151 465 470 475 430 

152 Gly Lys Tyr Leu Ala Leu Thr Glu Lys Gly Thr Lys Gly Pro Asp Asn 

153 485 490 . 495 

154 Vai Lys Thr Gly lie Asp Ser Leu Lys Gin Leu Gly He Thr His Val 

155 500 505 510 

156 Gin Leu Met Pro Val Phe Ala Ser Asn Ser Val Asp Giu Thr Asp Pro' 

157 515 520 525 

158 Thr Gin Asp Asn Trp Gly Tyr Asp Pro Arg Asn Tyr Asp Val Pro Glu 

159 530 535 540 

160 Gly Gin Tyr Ala Thr Asn Ala Asn Gly Asn Ala Arg He Lys Glu Phe 
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RAW SEQUENCE LISTING DATE: 02/22/2001 

PATENT APPLICATION: US/097262 , 126B TIME: 12:09:01 

Input: Set : A:\GC3 9 6-2 scq.txt 

Output Set: N:\CRF3\02222001\l262I26B.raw 



161 54 3 550 5 55 5 60 

162 Lyi£ Glu Met Val Lou Ser Le-j His Arg Glu His lie Giy Vai A.-jn Met 

163 565 , 570 ' 375 

1.6.1 Asp Val Vai Tvi- As:i His Thi: Phts Ala Tlir Gin Tie Ser Asp Phe Asp 
165 580 585 590 

16 6 Lys lie Val Pro Glii Tyr Ty:- Tyr Arn Thr Met lie Glu Val He Tie 
167 505 (300 605 

W--> 168 Pro Thr Asp Gin Val Leu Glu Met Lys Leu Xaa Ala Glu Arg Pro Met 

169 610 615 620 

170 Val Gin Lys Phe lie He Asp Ser Leu Lys Ty?: Trp Val Asn Glu Tyr 

171 625 6 30 63 5 64 0 

17 2 His He Asp Gly Fhe Arg Phe Asp Leu Met Ala Leu Leu Giy Lys Asp 

173 645 650 ' 655 

174 Thr Met Ser Lys Ala Ala Ser Glu Leu His Ala He Asn Pro Gly He 

175 660 665 670 

17 5 Ala Leu Tyr Gly Glu Pre Trp Thr Gly Gly Thr Ser Ala Leu Pro Asp 
177 675 680 685 

173 Asp Gin Leu Leu Thr Lys Gly Ala Gin Lys Gly Met Gly Val Aia Val 
175 690 695 700 

180 Phe Asn Asp Asn Leu Arg Asn Ala Leu Asp Gly Asn Val Phe Asp Ser 
■181 705 710 ' 715 720 

132 Ser Ala Gin Giy Phe Ala Thi Gly Aia Tlir Gly Leu Tiir Asp Ala He 
18.3 725 730 735 

184 Lys Asn Gly Val Glu Gly Ser He Asn Asp Phe Thr Ser Ser Pro Gly 
185. 740 74 5 750 

18 6 Glu Thr He Asn Tyr Vai Thr Ser His Asp Asn Tyr Thr Leu Trp Asp 
187 755 760 ' 765 

186 Lys He Ala Leu Ser Asn Pro Asn Asp Ser Glu Ala Asp Arg He Lys 
135 770 775 780 

190 Met Asp Glu Leu Aia Gin Ala Val Val Met Thr Ser Gin Gly Vai Pro 

191 7 85 7 90 795 ^800 
W--> 192 Phe Met Gin Gly Gly Glu Glu Met Leu Arg Xaa Lys Gly Gly Asn Asp 

193 305 810 815 

154 Asn Ser Tyr Asn Ala Gly Asp Aia Val Asn Glu Phe Asp Trp Ser Arg^ 

195 820 825 830 

196 Lys Ala Gin Tyr Pro Asp Val Phe Asn Tyr Tyr Ser Giy Leu He His 

197 835 84 0 84 5 

198 Leu Arg Leu Asp His Pro Ala Phe Arg Met Thr Thr Ala Asn Glu He 

199 850 855 860 

200 Asn Ser His Leu Gin Phe Leu Asn Ser Pro Glu Asn Thr Val Ala Tyr 

201 365 870 875 830 

202 Glu Leu Thr Asp His Vai Asn Lys Asp Lys Trp Gly Asn He He Vai 

203 8S5 890 . 895 

204 Vai Tyr Asn Pro Asn Lys Thr Vai Aia Thr He Asn Leu Pro Ser Gly 

205 900 905 910 

206 Lys Trp Ala He Asn Ala Thr Ser Gly Lys Val Gly Glu Sar Thr Leu 

207 915 920 ' ' 925 

203 Gly Gin Aia Glu Gly Ser Val Gin Val Pro Gly He Ser Met Met He 
209 930 . 93 5 • 94 0 
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RAW SEQUENCE LISTING DATE: 02/22/2001 

PATENT APPLICATION: - US/09/262 , 126B TIMC: 12:09:01 

Input: Set : A:\GC39G-2 seq.txt 

Output Set: N:\CRF3\02222001\I262126B.raw 

W--> 210 L'iu His Gin Glu Val Ser Pro Asp His Gly Lys Lys Xaa/Lys / 

211 v4?; 550 9 55 

213 <:210> SKQ ID NO: 3 

2"i-l <zll> LENGTH: 718 

2L5 <212> TYPE: PP.T 

216 ■;:213> OKGANlS'-i: B. yubtilis 



2 1 3 


-:.:00> SE{ 




























'' u 




Val 




lie 


Arg 


Ar'-j 


Se r 




G 1 u 


Ala 


Tyr 


Va L 


Asp 


Asp 


e 1'. 


A.s n 


2 2 'J 


] 








5 










10 










15 




22 1 


He 


lie 


Thr 


Vai 


Leu 


He 


Fro 


A La 


Glu 


Gin 


Lys 


Giu 


He 


Met 


Thr 


Pro 


22 2 








20 










2 5 










30 






22 3 


Pro 


p]ie 


Arg 


Leu 


Glu 


Thr 


Glu 


He 


Thr 


Asp 


Phe 


Pro 


Leu 


Ala 


Vai 


Arg 


2 2 4 






35 










4 0 










4 5 








225 


Glu 


Glu 


Tyr 


Ser 


Leu 


Glu 


Ala 


Lv s 


Tyr 


Lys 


Tyr 


Val 


Cys 


Vai 


Ser 


Asp 


22G 




50 










55 










60 










227 


His 


Pro 


Val 


Thr 


Phe 


Gly 


Lvs 


I'le 


His 


Cys 


Vai 


Arq 


Ala 


Ser 


Ser 


Giy 


223 


G 5 










70 










75 










do 




His 


Lys 


■Thr 


Asp 


Leu 


Gin 


T le 


Giy 


Ala 


Va 1 


He 


Arq 


Thr 


A La 


AJa 


Phe 


2 3 0 










85 










90 










95 




231 


Asp 


Asp 


Glu 


Phe 


Tyr 


Tyr 




Giy 


Glu 


Leu 


Gly 


Ala 


Val 


Tyr 


Thr 


Ala 


232 








100 










105 










110 






"^3 3 


Asp 


His 


Thr 


Val 


Piie 


Lys 


Vai 


Trr- 


k 1 a 


Pro 


Ala 


Ala 


Thr 


Ser 




Ala 


2 3 '1 






115 










120 










125 








235 


Val 


Lys 


Leu 


Ser 


His 


Pre 


Asn 


L'/' s 


Ser 


Gly 

W J. J- 


Arc 


Thr 


Phe 


Glri 


Met 


Thr 


236 




130 










135 










14 0 










237 


Arg 


Leu 


Glu 


Lys 


GLy 


Val 


Tyr 


Ala 


Va L 


Thr 


Val 


Thr 


Gly 


Asp 


Leu 


H'i s 


23 8 


145 










150 










155 










IGO 


259 


Giy 


Tyr 


Glu 


Tyr 


Leu 


P>ie 


Cys 


Tie 


Cys 


Asn 


Asn 


Ser 


Gia 


Trp 


Met 


Glu 


24 0 










16 5 










170 










175 




241 


Thr 


Val 


Asp 


Gin 


Tvr 


Ala 


Lys 


Ala 


Val 


Thr 


Val 


As n 


Gly 


Glu 


Lys 


Gly 


24 2 








180 










185 










190 






24 3 


Val 


Val 


Leu 


Arcj 


Pro 


Asp 


Gin 


Met 


Ij S 


Trp 


Thr 


Ala 


Pro 


Leu 


Lys 


Pro 


24 4 






195 










200 










205 








245 


Phe 


Ser 


His 


Pro 


Val 


Asp 


Ala 


Val 


He 


Tyr 


Glu 


Thr 


His 


Leu 


Arg 


Asp 


246 




210 










215 










220 










24 7 


Phe 


Ser 


He 


His 


Glu 


Asn 


Ser 


GLy 


Met 


He 


Asn 


Lys 


Gly 


Lys 


Tyr 


Leu 


24 3 


225 










230 










235 










24 0 


249 


Ala 


Leu 


Thr 


Glu 


Thr 


Asp 


Thr 


Gin 


Thr 


Ala 


Asn 


Gly 


Ser 


Ser 


Ser 


Gly 


250 










245 










250 










255 




•251 


Leu 


Ala 


Tyr 


Val 


Lys 


Glu 


Leu 


Gly 


Val 


Thr 


His 


Vai 


Glu 


Leu 


Leu 


Pro 


252 








260 










26 5 










27 0 






253 


Val 


Asn 


Asp 


Phe 


Ala 


G.ly 


Val 


Asp 


Glu 


Glu 


Lys 


Pro 


Leu 


Asp 


Ala 


Tyr 








275 










280 










285 








2 55 


Asn 


Trp 


Gly 


Tyr 


Asn 


Pro 


Leu 


His 


Phe 


Phe 


Ala 


Pro 


Giu 


Gly 


Ser 


Tyr 


2 56 




290 










295 










300 










25 7 
253 


Ala 
305 


Ser 


Asn 


Pro 


ilis 


Asp 
3,10 


Pro 


Gin 


Thr 


Arg 


Lys 
315 


Thr 


Glu 


Leu 


Lys 


Gin 
320 


2 50 


Met 


lie 


Asn 


Thr 


Leu 


His 


Gin 


His 


Gly 


Leu 


Arg 


vai 


He 


Leu 


Asp 


Val 


260 










325 










330 










335 
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VERIFICATION SUMMARY DATE; 02/22/2001 

[LATENT APPLICATIOM: US/09/2 62 , I26B TIME: 12:09:02 



Inimt Set : A:\GC39G-2 seq.txt 

Output Set: N:\CRF3\02222001\I262I26B.raw 

h-.y.'l !';;::'';o K: Mf-jndatory Feature missing, <220> not found for SEQ TD# : 1 
i.:?'! M:^:lu W; (46) "n" or~''Xaa" used: Pftati^re required, for SEQ 10^:1 
L:57 M:25B V." : Mandatory Featurj; missing, <220> not found for SEQ J:D# : 1 
I] : 'i '1 0 Viepea Led In SeqNo= 1 

L:6y M:'2'5o \v : Mandatory Feature missimrj.. <22G> not found icr SEQ ID^ : 1 
!-l].2 M:^-;! U: {Ao] "n" or "Xaa" used, for SEQ ID=:2 
l.iiSi U :':■[[. W: {AG) "n" or "Xaa" used, tor SEQ ID^:2 
h:V^J. \A::i'\] W: ( ^1 6 ) "n" or "Xaa" nsed, for "SEQ im-.l 
L:21C M:3-ri Vv : (46) "n" or "Xaa" used, for SEQ 1D^;2 
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